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The tyrosine kinase c-Abl is inactivated by interactions made by its SH3 and SH2
domains with the distal surface of the kinase domain. Presented here is a crystal
structure of a fragment of c-Abl which reveals that a critical N-terminal cap
segment, not visualized in previous structures, buttresses the SH3-SH2
substructure in the autoinhibited state and locks it onto the distal surface of the
kinase domain. Surprisingly, the N-terminal cap is phosphorylated on a serine
residue that interacts with the connector between the SH3 and SH2 domains.
Small-angle X-ray scattering (SAXS) analysis shows that a mutated form of c-
Abl, in which the N-terminal cap and two other key contacts in the autoinhibited
state are deleted, exists in an extended array of the SH3, SH2, and kinase
domains. This alternative conformation of Abl is likely to prolong the active state
of the kinase by preventing it from returning to the autoinhibited state.



